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GGCACX3AGTCGGAGCCGGG 

CGGAGGGGAGGGGGGAAW 

M P G E 4 

GCCGAGCTCGCCGCCTCXXS^^ ATG CCG GGG GAG 12 

TE EPRPPEQQDQEGGEA AKA 24 

ACG GAA GAG CCG AGA CCC COG GAG CAG CAG GAG GAG GAA GGG GGA GAG GCG GCC AAG GCG 72 

APEEPQQRPPEA VAAAPAGT 44 

GCT CCG GAG GAG CCC GAA CAA CGG CCC CCT GAG GCG GTC GCG GCG GOG OCT GCA GGG ACC 132 

TSSRVLRGGRDRGRAAAAAA 64 

ACT AGO AGC CGC GTG CTG AGG GGA GGT CGG GAC OGA GGC OGG GCC GCT GCG GCC GCC GCC 192 

AAAVSRRRKAEYPRRRRSSP 84 

GCC GCA GCT GTG TCC CGC CGG AGG AAG GCC GAG TAT CCC CGC CGG CGG AGG AGC AGC CCC 252 

SARppDVPGQQPQAAKS, PS P 104 

AGC GCC AGG CCT CCC GAC GTC CCC GGG CAG CAG CCC CAG GCC GCG AAG TCC CCG TCT CCA 312 

VQGKKSPRLLC IEK VTTDKD 124 

GTT CAG GGC AAG AAG AGT CCG CGA CTC CTA TGC ATA GAA AAA GTA ACA ACT GAT AAA GAT 372 



fc r$ PK EEKEEEDDSALPQEVSIA 



144 



CCC AAG GAA GAA AAA GAG GAA GAA GAC GAT TCT GCC CTC CCT CAG GAA GTT TCC ATT GCT 432 

A s R P S. RGWRS S R T SVS RHR D 164 

GCA TCT AGA CCT AGC CGG GGC TGG CGT AGT AGT AGG ACA TCT GTT TCT CGC CAT CGT GAT 492 

TENTRSSRSKTGSLQLICKS 184 

ACA GAG AAC ACC CGA AGC TCT CGG TCC AAG ACC GCT TCA TTG CAG CTC ATT TGC AAG TCA 552 

E PNTDQLDYDVGEEHQSPGG 264 

GAA CCA AAT ACA GAC CAA CTT GAT TAT GAT GTT GGA GAA GAG CAT CAG TCT CCA GGT GGC 612 

I SG EEEE EEEEEMLISEEE I 224 

ATT AGT GGT GAA GAG GAA GAG GAG GAG GAA GAA GAG ATG TTA ATC AGT GAA GAG GAG ATA 672 

PFKDDPR DETYKPHLERETP 244 

CCA TTC AAA GAT GAT CCA AGA GAT GAG ACC TAC AAA CCC CAC TTA GAA AGG GAA ACC CCA 732 

K P RRKSGKVKEEKEKKEI KV 264 

AAG CCA CGG AGA AAA TCA GGG AAG GTA AAA GAA GAG AAG GAG AAG AAG GAA ATT AAA GTG 7 92 

EVEVEVKEEENEIRE DEEPP 284 

GAA GTA GAG GTG GAG GTG AAA GAA GAG GAG AAT GAA ATT AGA GAG GAT GAG GAA CCT CCA 852 

R K RG RRRK DDKSP RLPKR R K 304 

AGG AAG AGA GGA AGA AGA CGA AAA GAT GAC AAA AGT CCA CGT TTA CCC AAA AGG AGA AAA 912 

K P P I QYVRCE MEGCGTVLAH 324 

AAG CCT CCA ATC CAG TAT GTC CGT TGT GAG ATG GAA GGA TGT GGA ACT GTC CTT GCC CAT 97 2 

PRYLQHHIKYQHLLKKKYVC 344 

CCT CGC TAT TTG CAG CAC CAC ATT AAA TAC CAG CAT TTG CTG AAG AAG AAA TAT GTA TGT 1032 

PHPS CGRLFR LQKQLLRHAK 364 

CCC CAT CCC TCC TGT GGA CGA CTC TTC AGG CTT CAG AAG CAA CTT CTG CGA CAT GCC AAA 1092 

HHT DQRDYICEYCARAFKSS 384 

CAT CAT ACA GAT CAA AGG GAT TAT ATC TGT GAA TAT TGT GCT CGG GCC TTC AAG AGT TCC 1152 
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CO 



La 



HNL AVH RM I HTGEK P LQCE I 404 

CAC AAT CTG GCA GTG CAC CGG ATG ATT CAC ACT GGC GAG AAG CCA TTA CAA TGT GAG ATC 1212 

CGFTCRQKASLNWHMKKHDA- 424 

TGT GGA TTT ACT TGT CGA CAA AAG GCA TCT CTT AAT TGG CAC ATG AAG AAA CAT GAT GCA 1272 

DSFYQFSCNICGKKFBKK.DS 444 

GAC TCC TTC TAC CAG TTT TCT TGC AAT ATC TGT GGC AAA AAA TTT GAG AAG AAG GAC AGC 1332 

VVAHKAKS HPEVLI A E A L A A 464 

GTA GTG GCA CAC AAG GCA AAA AGC CAC CCT GAG GTG CTG ATT GCA GAA OCT CTG GCT GCC 1392 

NAGALITSTDILGTNPESIjT 484 

AAT GCA GGC GCC CTC ATC ACC AGC ACA GAT ATC TTG GGC ACT AAC CCA GAG TCC CTG ACG 1452 

Q P S DGQ GL P LLPEP LGN ST S 504 

CAG CCT TCA GAT GGT CAG GGT CTT CCT CTT CTT CCT GAG CCC TTG GGA AAC TCA ACC TCT 1512 

G EC L L L EAEGMSKS Y CSGT E 524 

GGA GAG TGC CTA CTG TTA GAA GCT GAA GGG ATG TCA AAG TCA TAC TGC AGT GGG ACG GAA 1572 



_ RV S LiMA DG K IFVGS GS S G G T 544 

Q CGG GTG AGC CTG ATG GCT GAT GGQ, AAG ATC TTT GTG GGA AGC GGC AGC AGT GGA GGC ACT 1632 

-5 * 

f-j; EGLVMN SD ILGATT EVLI E D 564 

Jr! GAA GGG CTG GTT ATG AAC TCA GAT ATA CTC GGT GCT ACC ACA GAG GTT CTG ATT GAA GAT 1692 



S D S A G P * 570 
TCA GAC TCT GCC GGA CCT TAG TGGACAGGAAGACITGGGGCATGGGACAGCTCAGACTT^ 1761 

TAAAAAGGACAAAAAAAAAAAAAAAAAA 1791 
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GGCCCCCGATCCCCGG<^XXXX^^ 

CGACTCACAAAGAAACATC^TGTTCCXrK^^ ATG 2 

RTKRSALVRRLWRS R APGGE 
AGG ACC AAA CGA TCT GCG CTC GTC CGG CGT CTC TGG AGG AGC CGT GOG CCC GGC GGC GAG ^6 

D EEEGAGGGGGGG ELRGEGA 
GAC GAG GAG GAG GGC GCA GGG GGA GGT GGA GGA GGA GGC GAG CTC CGG GGA GAA GGG GCG 

TDSRAHGAGGGGPGRAGCCL 

^gacagccx^gcgcatggggc^ggtgcx:gcx:ggc<xx3g^ 

G KAVRGA KGHH HPHPPAAGA 
GGC AAG GCG GTC CGA GGT GCC AAA GGT CAC CAC CAT CCC CAC CCG CCA GCC GCG GGC GCC 

Q G AA<5 GAEADLKALTHSVLKK ^no 

ffl C5GG GGC GGG GGC GOC GAG GCG GAT CTG AAG GCG CTC ACG CAC TCG GTC CTC AAG AAA 306 

^ ^L KER Q LE ^LLQAVESRGGTR 

M£ CTG AAG GAG CGG CAG CTC GAG CTG CTG CTC CAG GCC GTG GAG TCC CGC GGC GGG ACG CGC 

'■0 TACL LLPGRLDCRLGPGAPA 1/0 

~ ACC GOG TCC CTC CTG CTG CCC GGC CGC CTC GAC TGC AGG CTG GGC COG GGG GCG CCC GCC 426 



G AQPAQPPSSYSLPLLLCKV 
GGC GCG CAG CCT GCG CAG CCG CCC TCG TCC TAC TCG CTC CCC CTC CTG CTC TCC AAA GTG 



42 
126 

62 
186 

• 82 
246 



122 
366 



162 
486 



SI FRW PDLRHSSEVKRLCCCES 

ly * rTC AGG TGG CCG GAT CTC AGG CAT TCC TCG GAA GTC AAG AGG CTC TCT TCC TCT GAA TCT 



546 



^^ GKlNPELVCCNPHH LSRLc ono 
TAC GGG AAG ATC AAC CCC GAG CTG GTC TGC TGC AAC CCC CAT CAC CTT AGC CGA CTC TCC 

E LES PPPPYSRYPM DFLKPT 
GAA CTA GAG TCT CCC CCC CCT CCT TAC TCC AGA TAC CCG ATG GAT TTT CTC AAA CCA ACT 

ADCp DAVPSSAETGGTNYLA o^o 
GAC TGT CCA GAT GOT GTG CCT TCC TCC GCT GAA ACA GGG GGA ACG AAT TAT CTG GCC 726 



606 

222 
666 



786 

282 
846 



P GGLSDSQLLLEPGD RSHWC o^o 
CCT GGG GGG CTT TCA GAT TCC CAA CTT CTT CTG GAG CCT GGG GAT CGG TCA CAC TGG TGC 

J^J^ AYW EEKTRVGRLYCVQE P 
GTG GTG GCA TAC TGG GAG GAG AAG ACG AGA GTG GGG AGG CTC TAC TGT GTC CAG GAG CCC 

SLDIFYDLPQGNGF CLGOLM i 
TCT CTC GAT ATC TTC TAT GAT CTA CCT CAG GGG AAT GGC TTT TGC CTC GGA CAG CTC AAT 

s D NKSQLVQKVRSKIGCG I o 
TCG GAC AAC AAG AGT "CAG CTG GTG CAG AAG GTG CGG AGC AAA ATC GGC TGC GGC ATC CAG 

J-TREVDGVWVYNRSSYpift 

CTG ACG CGG GAG GTC GAT GGT GTG TGG GTG TAC AAC CGC AGC AGT TAC CCC ATC TTC ATC 1026 

Ksat ^dnpdsrtllvhkv f 

AAG TCC GCC ACA CTC GAC AAC CCG GAC TCC AGG ACG CTG TTG GTA CAC AAG GTG TTC CCC 1086 



906 

322 
966 
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G F S I K A F DYEKAY SL.QRPND 3 8 2 
GGT TTC TCC ATC AAG GCT TTC GAC TAC GAG AAG GCG TAG AGO CTG CAG CGG CCC AAT GAC 1146 

HEFMQQPWTGFTVQISFVKG 402 
CAC GAG TTT ATG CAG CAG CCG TGG ACG GGC TTT ACC GTG CAG ATC AGC TTT GTG AAG GGC 1206 

WGQCYTRQFISSC PCWLEVI 422 
TGG GGT CAG TGC TAC ACC CGC CAG TTC ATC AGC AGC TGC CCG TGC TGG CTA GAG GTC ATC 1266 

F N S R * 426 
TTC AAC AGC CGG TAG COGCOTGCQGAGGQGACAGAGCCTGAGC^^ 1278 

GCTAATATTTTCCTCCTGAGTGCTTGC^ 

TCTTCTCXjTCX?IX2GTTTGTGTTCT(j 

TGGAAGAAGGGGCAGGTATGATCGGCAGGACACC^ 

GTGTATGAAGGGGGGCGGTCATCATTTC 

gtgcaggagcggcagatggggagacaacgtgct^ 
gtcccaagcggtgtctctcctgcc^ 
tcccagcagctgccaggagcacggctc^^ 
ggccigtccac^vggcitctga^ 

CTTCXTTGCCAGCCCCTGCCATTGTAGCGTC 

AGGGCIGCOGGGGCAGCOXXTTCACAGTATTC^ 

GACATCAGGTTTTTCCCGGACTTAGAA^^ 

GCCAGCAAGCGGGGATGTCCCTGGGAGGGACATC 

CCAAGGTACCATCCTAGGCTGACAO^ 

CTGTTCTTAGCTCAATGAGCATGTTTAG^ 

AGCATTCTCATTGGAAATTTAGCATTGTAGTGC^ 

GAAAAAAATGTATTTTATGTTATATATAAATAT^ 

TGTATTGTGCAATGTGTATAAAC^A^ 

CAAATTAAAAAAGATAAACACAAGATTQGT Kj^ 

TTTATGTTCCATTAAACGATTTTTAAAATGTAC^ 
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GGCACGAGGTTGCCCTGGCGG 

MCNTPTYCDL 10 

TTTGGTTTCATAAGAGCCTGAGAGAGATITTTC^ ATG TGT AAC ACA CCA ACG TAC TGT GAC CTA 30 

GKAAKDVFNKGYGFGMVKID 30 

GGA AAG GCT GCT AAG GAT GTC TTC AAC AAA GGA TAT GGC TTT GGC ATG GTC AAG ATA GAC 90 

IiKTKSCSGVEFSTSGHAYTD 50 

CTG AAA ACC AAG TCT TGT AGT GGA GTG GAA TTT TCT ACT TCT GGT. CAT GCT TAC ACT GAT 150 

T GKASGNL ETKYKVCNYGL.T 70 

ACA GGG AAA GCA TCA GGC AAC CTA GAA ACC AAA TAT AAG GTC TGT AAC TAT GGA CTT ACC 210 

FTQKWNTDNTDGTEISWENK 90 

TTC ACC CAG AAA TGG AAC ACA GAC AAT ACT CTA GGG ACA GAA ATC TCT TGG GAG AAT AAG 270 

L AEGLKLT LD TIF VP NTGK K 110 

TTG GCT GAA GGG TTG AAA CTG ACT CTT GAT ACC ATA TTT GTA CCG AAC ACA GGA AAG AAG 330 

*S GKLKASYKRDCFSVGSNVD 130 

AGT GGG AAA TTG AAG GCC TCC TAT AAA CGG GAT TGT TTT AGT GTT GGC AGT AAT GTT GAT 390 

I D F S G PT I Y.G WA V L A F EG W L 150 

ATA GAT TTT TCT GGA CCA ACC ATC TAT GGC TGG GCT GTG TTG GCC TTC GAA GGG TGG CTT 450 

AGYQMSFDTAKSK LSQNNFA 170 

GCT GGC TAT CAG ATG AGT TTT GAC ACA GCC AAA TCC AAA CTG TCA CAG AAT AAT TTC GCC 510 

IjGY KAADFQLHTHVNDGTEF 190 

CTG GGT TAC AAG. GCT GCG GAC TTC CAG CTG CAC ACA CAT GTG AAC GAT GGC ACT GAA TTT 570 

GGS IYQKVNEKIETSINLAW 2l0 

GGA GGT TCT ATC TAC CAG AAG GTG AAT GAG AAG ATT GAA ACA TCC ATA AAC CTT GCT TGG 630 

TAGSNNTRFGIAAK YMLDCR 230 

ACA GCT GGG AGT AAC AAC ACC CGT TTT GGC ATT GCT GCT AAG TAC ATG CTG GAT TGT AGA 690 

TSLSAKVNN .ASLIGLGYTQT 250 

ACT TCT CTC TCT GCT AAA GTA AAT AAT GCC AGC CTG ATT GGA CTG GGT TAT ACT CAG ACC 750 

LRPGVKL.TLSALIDGKNFSA 270 
CTT CGA CCA GGA GTC AAA TTG ACT TTA TCA GCT TTA ATC GAT GGG AAG AAC TTC AGT GCA 810 

GGHKVGLGFELEA* 283 
GGA GGT CAC AAG GTT GGC TTG GGA TTT GAA CTG GAA GCT TAA TGTGGTTTGAGGAAAGCATCAGA 849 

TTTGTCCCTGGAAGTGAAGAGAA 

CTTTTTATTCTTCCAAAGAATTGTAATC^ 

GAAGGCATGCCTGGAAGTTGTCATGTTTG 

ACAGTGTAGCGTOATGTTAGAGGAGACGAT^ 

TCATG ACCTTGT AAT AT ACTGGTCTCTGTGC^ AGT AAAAT AAAAT AAAC CCA 

TCACATTTGGAACATAAAAAAAAAAAAAAAAAAA 
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S D 



AGT GAT TGA GTCTTCAAAACCACCX^^ 
AAAGATTATCTTTTTTCTTA^ 

AGTCTAGAATAGGGAGGTGGAGAATGATGACTTACCCT 

CCTCXSAGCATTCTGCCCAGGCTACGT 

AACAAGTIX^CATATTTCAAAAAAAAAAAAAAAAAM 

AGGTTGATGGTGCTTAACAAACATGAAGTATGGTC 

GTGTTTAAAAAAAAAAAAAAAAAAA 
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MCHSRSCHPTMTILQAPTPA 20 

ATG TGT CAC TCT CGC AGC TGC CAC COG ACC ATG ACC ATC CTG CAG GCC CCG ACC CCG GOC 60 

PSTIPGPRRGSGPEIFTFDP 40 

CCC TCC ACC ATC CCG GGA CCC CGG CGG GGC TCC GGT CCT GAG ATC TTC ACC TTC GAC CCT 120 

LPEP AAAPA GRPSASRGHRK 60 

CTC CCG GAG CCC GCA GCG GCC CCT GCC GGG CGC CCC AGC GCC TCT CGC GGG CAC CGA AAG 180 

RSRRVLYPRVVRRQLPVEEP 80 

CGC AGC CGC AGG GTT CTC TAG CCT CGA GTG GTC COG CGC CAG CTG CCA GTC GAG GAA COG 240 

NPAKRLLFLIiIiTIVFCQILM 100 

AAC CCA GCC AAA AGG CTT CTC TTT CTG CTG CTC ACC ATC GTC TTC TGC CAG ATC CTG ATG 300 

AEEGVPAPLPPEDAPNAASL 120 

GCT GAA GAG GGT GTG CCG GOG GCC CTG CCT CCA GAG GAC GCC CCT AAC GCC GCA TCC CTG 360 

APTPVSPVLE'PFNLTSEPSD 140 

GCG CCC ACC CCT GTG TCC CCC GTC CTC GAG CCC TTT AAT CTG ACT TCG GAG CCC TCG GAC 420 

YALDLSTFLQQHPAAF* 157 

TAC GCT CTG GAC CTC AGC ACT TTC CTC CAG CAA CAC CCG GCC GCC TTC TAA 471 

CTGTGACTCCCCGCACTCCCCAAA 550 

TCCCXZAACTGGGACTTCCGAG^ 629 



AGGCGCACAGAGACCGAGGCGCATAGAGACCGAGGCAC^ 7 08 

TAATTTATTTCTTATTGCTCCTAATTAAT^ 787 

ATATTTATTTTAACTTATGCAAGGGTGTGAGA^ 866 

GTGGGACTGGTGGAAGCAGGACACCTGGAACro 945 

GTCCCGGCTGGGATGAAGTCTGGTGGTGGGTCGTAAGT^ 1024 

TCTACTGTGTGAGACTTCGGCGGACCATTAGGAA 110 3 

TGGCTGCGAGGTAGAGGGTTGGGGGTTGGTC^ 1182 

CAAATAAAATTGATTTACTGTCAAAAAAAAAAAAAAAAAACT^ 1228 
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CAATTCGGCACCACCl^O^ 68 

GGTTCTGCX>2CCACGAAGC^C^^ 147 

GCAACCCGGGAOGCATGTGGATCTTTTX:^ 226 

CTCAAACTTTCCCAGCCACTGGGAG^ 305 

AGTACCCCCTOOOGGCTAACO^i^^ 384 

TTCTGCAGGAAGTTGGAGGAGATTCCT 463 

TTCTCTCTCCC ^^ 5<2 

CTCTITAAACnTTAGAOCAAATTOGCT 621 

TGCCCAOCTTOCXrCACCTGAGGTAXT^ 779 

GGCTGATTGTTACCCAGTAGTGTTGATAG^ 85 8 

CTGATAAATOGATAAATCAAATATGGn^^ 937 

CCAAAACGTGCTACA/UCATGG^^ 10 16 

MSRMCKPIETQKSPPp 16 

ATTGTATGAAATGAA ATG TCC AGA ATG GGC AAA CCC ATA GAG ACA CAA AAA TCT CCG CCA OCT 1079 

P Y S RLSP RDEYKPLDLSDS.T 36 

CCC TAC TCT CCG CTG TCT CCT COC GAC GAG TAC AAC CCA CTG GAT CTG TCC GAT TCC ACA 1139 

LSYTETEATNSLITAPGEFS 56 

TTG TCT TAC ACT GAA ACG GAG GCT ACC AAC TCC CTC ATC ACT GOT CCG GGT GAA TTC TCA 1199 

DASMS PDATKPSHWCSVAYW 76 

GAC CCC AGC ATG TCT CCG GAC GCC ACC AAG CCC AGC CAC TGG TGC AGC GTG GOG TAC TGG 1259 

E.HRTRVG RLYAVVDQAVS I F 96 

GAG CAC CGG ACG CGC GTG GGC CGC CTC TAT GOG GTG TAC GAC CAG GCC GTC AGC ATC TTC 1319 

YDLPQGSGFCLGQLNLEQRS 116 

TAC GAC CTA CCT CAG GGC AGC GGC TTC TGC CTG CGC CAG CTC AAC CTG GAG CAG CGC AGC 1379 

ESVRRTR SKIGFG ILLSKE P 136 

GAG TCG CTG CGG CGA ACG CGC AGC AKG* ATC GGC TTC GGC ATC CTG CTC AGC AAG GAG CCC 14 39 

DGVWAYN RGEHPI FVHSPTL 156 

CAC GGC GTG TGG GCC TAC AAC CCC CGC GAG CAC CCC ATC TTC GTC AAC TCC CCG ACG CTG 14 99 

DA PGGRA UVVRKV PPGY S x y tl6 

GAC GOG CCC GGC GGC CCC CCC CTG CTC CTG CGC AAC GTG CCC CCC GGC TAC TCC ATC AAG 1559 

VFDFERSGLQMAPEPDA ADG 196 

GTG TTC GAC TTC GAG CGC TCG GGC CTG CAG CAC GOG CCC GAG CCC GAC GCC GCC GAC GGC 1619 

P Y DP N SV R IS FAKGWG PC Y S 216 

CCC TAC GAC CCC AAC AGC GTC CGC ATC ACC TTC GCC AAG GGC TGG GOG CCC TGC TAC TCC 1679 

RQFITSC PCWLEILLNKPR • 235 

COG CAG TTC ATC ACC TCC TCC CCC TCC TGG CTG GAG ATC CTC CTC AAC AAC CCC AGA TAG 17 39 
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TCXXXXXXXCGGCCGGACCGCrcCGGTCGC^ 1618 

GACACAGCCCCCACGCACAAAACCCCCCAC^TAT^ 1 8 S 7 

ATATATTATACTTGTAATTATGGACTCATTTTTAC^ 1976 

ACAAGAAAGAOGCACTTTGGCTTAT AATTCTT^ 2 0 S S 

TTTTATATATATATATAAAGAAAATC^TACA^ 2134 

TTAATGCCCAGACAAAAAGCTAATACCACTCACTCGA 2213 

TTTTACAAAGAGOG<X!AOGTAGGGCTTCAGCC^ 2292 

TTTTACTTTTATTGGATAAAGACAGAACAAATTGAA^ 2371 

^ TTCTCTTOTICCTTCCTC^ 2450 

*£$ CCATTTATCCTGGACAAGCTCTTC^ 2529 

i 

CCATCTTTGAGTTATCAGCAAGCT^ 2608 

s GAAATGGGCCTTCAGCCCACCTCCTAC^^ 2687 

TATTTCXX1ACXXXXX1AGCCAAAAAT 2766 

GTTTATTTXrrACTTTCTAAAAGGGAAAACTT^ 2645 

AGAAGTTACATGGAATTGTAOGACCAGAGCC^TATCATTAGA 2924 
TCCTTGGCCAGATAACTAAGAOGAATGTTTC^ 3003 
TGAGAAGTCCTGTGT ATT ATCTCTTCXTTGCAT A^ 3082 
G 3083 
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